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Relative Frequency per Region
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Spike protein changes - RBD

I I I Y.

311 / A*STAR



. @ sz
®
"
[ J b g
- eEem e Sl 4
oz -
-
7oz L
- & rw2/2og o
121208
Py . - * 7220 e f“\:.
e
» e R
o - ;:‘ﬂ
. - - o 7322020 2
ess,
® ez e
Sy TR - -
n_s2ec - - -
- e g -
e . o . wrrm B =
-, -, 3993720 c017/20
<@ » . QBEZEDO
we ataa 7amsd
. Y - -
o [
aiez0-+@ Chvelsa S5 20 oa 2y
I — . [
® -
FEREL =
om0 @ * - o PO S
PRt )
- e -
uuuuu - N e SR ® w072 e
o IR
R

a&n 9891,-'200
Od konce zafri, pocatku fijna
se v CR objevuje nova varianta
o wiva s deleci 6 nukleotidU, coz
N vede ke ztraté 2 AA (histidin, .
valin) v N terminalni doméné S
genu S doprovazeny substituci

e ) 9399/20)
o aeenreot N 4 3 9 K ggnﬁpne e

0207/206 sae4/20@

Haplotype network analysis
I CR — WGS SARS-CoV-2, biezen - fijen 2020

9962/'206
9963/206

QEQQ,’EDO

gaaufzuo
9179,’2D_De
102 13;‘206

9673;’200
9679/2]@ ‘

9179,"20_50 10 176:'206

9880,!200
Bo07/20 9542;‘200

9179{20_@ 95531’2'30
sERz/an
10181 f20® 10143720 e

L
98401‘200 °

1262
-
10092;206

Kmeny vydané NRL pro VNT
fenotypovou analyzu



| analyzy —

| pohled (model dle rentgenostrukturni

cn

W
O
=
=
S
Q
=
2
>
c
o
>
o
™~
=
o
=
A2
-
(@)
L
=
T
(Vp)
>
=
@)
=
=
(¢o)
@\

bo

ke proteinu

éne spi
SVU+SZU)

V4

Delece 6 nukleotidu, tedy

dom




Vzorky indikované k ovéreni ,,Britské varianty” sekvenaci
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Haplotype network analysis 282 was, 25-12-2020
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Modre vyznaceny sekvence ziskané od zari do listopadu, zelené varianta charakterizovana H69V70del a N439K, Zluté
varianta 20A.EU2
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network analysis Czechia - 19-01-2021
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201/501YV1 Czechia, England
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Suspected 201/501YV1 WGS Czechia
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EWRS — trasovani kontaktu s
pozitivnim pripadem v Némecku,

Britska var. potvrzena )
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Ovéreni posunu Ct — mismatch 570

spike proteinu, Britska var. potvrzena
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Pozitivni detekce SARS CoV-2 na
priletu — letisté VH — Britska
varoianta nepotvrzena




Spike D614G — first cases detected in CR
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The main application scenario for CoVsurver is to highlight phenotypically or epidemioclogically interesting candidate amino acid (aa) changes for further
research and should ideally be combined with experimental testing and wverification of any predicted phenotypes.

Result for comparison with reference selection: hCoV-19/Wuhan/WIV04,/2019
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Spike glycoprotein (PDB: 6acc, EM 3.6 Angstrom) with RBD in down

Spike glycoprotein (PDBE: 6acj, EM 4.2 Angstrom) in complex with host
conformation. cell receptor ACE2 {green ribbon?d.



Podekovani kolegum spolupodilejicich se na
celogenomové sekvenaci SARS-CoV-2
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