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WGS strategy - target 4 500 samples per month

e Representative — 10% of positive from the sentinel labs

* Targeted

* Import

* PCR discriminative

e Outbreak

 Atypical PCR

* Vaccination failure

* Hospitalisation <50 YOA
* Atypical clinical signs
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Summary of the data from WGS

Sum of WGS in GISAID
Sum of WGS in GISAID 2021
Sum of WGS ECDC support

Alpha B.1.1.7 3137
Beta B.1.351 60
Gamma P.1 11
Delta B.1.617.2 96
Zeta P.2 5
B.1.620 3
B.1.1.318 4
B.1.617.1. 5
B.525 2
C.36 17
C.36.3 1

B.1.258 (+ x.10, 11, 12, 14, 15)

369

4378
4 096
1980

VOC — variant of concern

VUI — variant under investigation

VOI — varint of interest (CDC/WHO terminologie)
VUM —variant under monitoring (ECDC terminologie)
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Overview of variants detected in the Czech republic in 2021
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VOC detection in CW 8 to CW 24 2021 (data from NRL)
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Key mutations in
e

B.1.1.7 spike

It takes three spike proteins to form one spike, so each mutation

appears in three places:

Y144/145

Y144/145

For more on the B.1.1.7 mutations, see: side sl




NRL recommendation concerning PCR

The goal is not to identify a variant, but to find a hot spot mutation

1st priority: E484K L452R

Escape, resistant against bamlanivimab (BAMLAN - Eli Lilly)
EGC.36/B.617.2 B.1.1.7,P.1,P.2,B.1.351/B.1.1.318

2nd priority: N501Y, K417N, P681 H

Or: K417N/T, P681H/R, E484K/Q, del69-70.

.? T478K B.1.617/2,B.1.1.519  T478R (Tanzénie, Uganda AVO.1)

ECDC : https://www.ecdc.europa.eu/en/covid-19/variants-concern

Import

Outbreak

Atypical PCR
Vaccination failure
Hospitalisation <50 YOA
Atypical clinical signs
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Tabulka 1: Aktualni prehled variant a mutaci zajmu
NLCP kli¢e a kddy pravideln& AKTUALIZOVANY uvefejnény napf. zde: https://dastacr.cz/SARS-CoV-2.html

NELP KIE 50805 50803 51360 51354 0783 |s0BiL 50813 50785 51352 [513%0 51338 [so7Et 50787 |s0815 50785 51345 |51358 50792 |5348  |S0807  |S0B37  |S07BE 30807  [50B08  [51344  |SOB3R
NELP kod (PCR] 3 wisic KALTN |kaLTT 452k 438K TATER |TATEK E48A0  [E4B3K NSDLY  [Ws0LT ASTOD HessY  [osTTh PSELH  |PSBLR  |ATOLV  |VALTEF |DelE3-T0 |Del141-14|Dei1ad | Delids-14{FEEEL
) ; , . | WELP ki MTV - . |EcDofene del 141 - el Y145
varianta- plved - prvnl detekee | Detekee v CR o Pangoininesge | Newwan | |WISIC| NS | RMSC | VISTF | PV | QLK | KADIN | KALTT | hesOC LSRR o520 | hasex | S4TIN ((TATER. | TA7BC | VASA | EAI0 | EABAK | racos | sdad | NSOV | WSORT | ESisO | ASTOD | QSIS | ASSIV | HOSSY | QBIH | NETSK | GBS | PORIM | PEBIR | a7On | VALTSF del88, 70 - del14d s | L
| | semeeov | L [ R I A . [ R e e e I ) ) ) I I A A M A I A A . I
Vizstnosti + - - - - - - - | et - - - - 3 trang - BSC| ™ - - - - - - e~ e~ - -| tEmv| tEnv - Y- - = | trans~ - - = | trane~| trane~| trans~ | moral ~ e &g~ &g~ - ?
Britcka ano VOC2020 BLLT 201/501Y. v Vot + + + + +
Britcka + EABAK ano B117484 BLLT 201/501¥.v1 Vo + + + + + +
Britsha + 54847 B1i7484 BLL7 015000 | VUM + + + + + +
Britskd + L452K B17452 B.LL7 F] v VUM + + + + + +
AR ano 01142 B.1351 voC + + + +
Erazizki B1128 B.LLIE vuI +
Eraziski en Manaus Pl Pl VO + + + + +
Nigeriz B1525 B.1.525 VoI + + + + + +
Jin Amerka/Usa B11526 B.1526 VUM + +
KY-US& 515261 B1526.1 VUM +
Usa E15262 B.1526.2 VUM +
v, "Eeska" 3le neteski! an 208 B.1.258 +- +
? Az AT 185(064) | VUM + + + +
? A28 A8 155[D514) | VUM + +
Kaffomie B1427 B1427  |200{200/5:4528) VoI +
kalforne [+ Bi428 B.i428  |z00(200/5:4528)  vol + +
Nz s B1207 B.1.207 vuI +
Braziska ano P2 P2 (511248} vum + +
UK - Liverpoal + E4B4K AL A1 VUM + + +
UK/ Florida £l E1138 E11318 VUM + + +
Fipiny 5.3 ] val + + + +
UK Antzuz B13241 13241 vuI +
France BI516 B.LE16 Vol + + +
Indi Bi517 B.LEL7 4218 | voivoc + +
Indie o B161TL B.1617.1 20A/21A VoI + + +
Indie H] B16172 B.1617.2 204/218 voc + + +
Indie B16173 B1617.3 04214 | volvoe + + +
Indiz [Bengiizka, Fjen 2020) Bi518 B.1618 VUl + +
? ano B1620 B.1.620 VoIl + + +
¥olumbie Bi62L B.1.621 VoI + + +
Meiko E11518 11519 VUM +
? 512142 B1214.2 VUM 24TDR + +
UK AI31367 AL VUM + + +
? o Ci6 C.16 VUM +
Egypt+ L4S2R ano B o3t VUM + VOC - vdriaht df condern ?
peru €37 €37 VUM + +
MR PR BLisiau 8131 UM + + + + VI 4 variant uhder ihvestisatian:
JAR+E5160 B1351516 B.1351 VUM + + + + b +
Rusko art i vum %Il + VDI < varintlotf nterekt (CDA/N\NMHO[terdminoldgiel)
Uk vt a1 vum + + T =7
Tarzing AvoIv2 nedegiiagt | AvoLw2 + + VUMI- varidnt underlmadnitoring (ECOC terminalogie)

trEns-1v
ec- Unik pied takem protitek
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https://dastacr.cz/SARS-CoV-2.html

B.1.351 - CR Example of the tracing

CZE0DD_4761 Ustin L
3483/21@ czeon0_4773Q) CZE000_4762 Ustin L
CZEOOD_4764 Liberec
CZEOOD_4770 Liberec
CZEOOD_4774 Liberec
4421721 Liberec
2?88;"21. )
CZEONO_4761 4765-21 Liberec
Vzorky 3751, 2788, 3483 1734650 - 4767-21 Liberec
predstavuji navaznost na 3;;%1 tigerec
. . Iperec
import ze Zanzibaru. 1733190 4775/21 Liberec
Vzorky detekované v 4424/21@ g;gg; LL.IESSE
Olomouci (zluté oznacené) ., uzel: 2788/212788/21 Hradec
haznacuji jedno ohnisko ze O 4575!,21. Kralové i i
w ; . - rmo
s.?’olecneho Z’dt‘Oje, ktery se ol 173319 3483/21 Hradec
lisi od ostatnich 173319 553'3}”51 i
Y i 174472 rno
detekovanych variant, kde wsel: 166112 3246/21  nezafazeno  Praha
Ize rovnéZ usuzovat do 166112 3751/21@ (ECDC) i
spoleénv” zdroi infek 171822 37.5”21 Mélni
,spolecny” zdroj infekce. LT6eae d (pitva)
176490 4589/21 nezafazeno Praha
Uzel: 4576/21 4576/21 Praha
JAR_FPI_ISL_8605820 4692/21 Praha
4744/21 Liberec
ZUL 4773/21 Liberec
adc 20H/50TY V2 =0 ECOEARENNES)=GZE000_4764_new

=== OA U2




Other NRL activities:

 Local EHK (SARS-CoV-2, respiratory panel : influenza A/B, RSV, ADV)
* Webinars for the labs and epidemiologist

e Variant virus strain isolation — distribution of:

B.1.258

B.1.1.318 e Standards for PCR — to labs nad local
P.1.1.248 manufacturers

B.1.351

B.1.1.7 e Standards for VNT

B.1.617.1

B.1.617.2
P1 * Standards for the research



Summary - PCR or WGS?

* PCR 4 T »  « WGS - PANGO LINeages

not to identify a variant, but to « Variants (VOC- VOI - VUI = VUM)
find a hot spot mutation

* Import

* Outbreaks

* Atypical PCR

* Vaccination failure

* Hospitalisation <50 YOA
* Atypical clinical signs

10% / 4 500 per months
Representative - pool






