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Prehled provedeny'lch testﬁ za mésic zéFi/Fl’jen je uveden v tabulce 1 (zdroj UZIS) vzhledem k malému poctu vysetreni nelze
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Tabulka 1 : Pfehled provedenych PCR od 26. 9. do 15. 10. 2023 (UzIS)
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7. ARS-CCO aktualne sleaovane varia DC, 06-10-2C

SZU
VOI Spike Year and VUM Spike Year and
Lineage + Country first mutations month Impact Impact Lineage + Country first mutations month
WHO additional detected of first Impact on on on WHO additional detected of first
label mutations  (community) interest detected transmissibility immunity severity label mutations (community) interest detected
Omicron BA.2.75(x) India (v) May Unclear (1) Similarto  No Omicron XBB.1.16 n/a E180V, n/a
2022 Baseline evidence T478R,
(2-4) F486P
Omicron XBB.1.5- United N460K, n/a Baseline (5,6) Baseline Baseline Omicron BA2.86  n/a 1332V n/a
like (a) States S486P, W) (57) (8) D339H
F490S RAD3K.
Omicron XBB.1.5 n/a F456L, n/a Similar to Increased Similar :ﬁ:gl
like + N460K, Baseline (9) to N45DD'
F456L (b) S486P, Baseline L452‘I.I'\.':
F490S N481 K:
(e.g. EG.5, 483del:
FL.1.5.1, E484K,
XBB.1.16.6, FA86P
and FE.1) i
Omicron DV.7.1 n/a K444T, n/a
Kombinace sledovanych mutaci (Guelli, GISAID) 456L+478R (FL.1.5.1,XBB.1.16.6,XBB.1. L4S2R,
. o L455F
V centru pozornosti evoluce: 455F/456L 455F+456L (GK*, DV.7.1)
52H+456L (EG.5.1, FL.20) Omicron l}(EBJ.E— n/a L455F,  n/a
[ F456L,
478R+521S (GJ.1*, XBB.1.16.15) LheeE 4 NAGOK
478R+K304N (HF.1) F456L (b) S486P
478R+613H (XBB.1.42.1) F490s
VOI: Variant of Interest E554K (FLlOl) 3

VUM: Variant under monitoring
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Volume of sequencing or genotyping sufficient
to estimate variants circulating during weeks

2023-w38 to 2023-w39 at:

Bl =1% prevalence
Bl 1% to <2.5% prevalence
B 2 5% to <5% prevalence
[ 5% to <10% prevalence
10% to <15% prevalence
=15% prevalence
WS8R No data reported
Mot included

Countries not visible
in the main map extent

- Malta
- Liechtenstein

Source: GISAID EpiCov™ and ECDC TESSy data.
The boundaries and names shewn an this map do net imply official endarsement or acceptance by the Eurapean Union. ECDC. Map produced on 12 October 2023
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https://covid19-country-overviews.ecdc.europa.eu/key_epidemiological_indicators.html

ECDC. Figure produced 12 October 2023

Pooled data from Member States (n = 3 for week 40): Hospital occupancy;
Pooled data from Member States (n = 5 for week 40): ICU occupancy;
Pooled data from Member States (n = 7 for week 40): ICU admissions;
Pooled data from Member States (n = 8 for week 40): Hospital admissions;
TESSy COVID-19 (n = 15 for week 40): 14-day death rate;

TESSy COVID-19 (n = 18 for week 40): 14-day case rate;

TESSy COVID-19 (n = 19 for week 40): Tests, Test positivity (%);

TESSy COVID-19 (n = 21 for week 40): 14-day case notification rate
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Tracking SARSCoV2 Lineage BA.2.86* over time (Nickname: Pirola)
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Tracking BA.2.86* Lineages with signature mutations: M:T30A, Spike:V445H Other mutations: Spike: H68del/V70del
(SGTF), Y1ld4del, LAS2W, V483del, E424K |BA.2.96.1 : Signature mutation ORF1la:K1973R | JN.1 (BA.2.86.1.1)
Signature mutation: Spike LAS5S, ORF1a:R3821K, ORF7b:F18L | Source: GISAID and github.com/olias120676/ukcovid
updated 10/14/2023 11:10:2% PM | NYITCOM Research Report | Epi Weeks are based on Specimen Collection Dates |
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Pocty detekce variant BA.2.86* mirné
rostou. Varianta ma >35 mutaci oproti
bézné cirkulujici varianté XBB.1.5. Prehled
aktualné detekovanych variant znazornuji
obrazky vyse.
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e Mira respiracnich onemocnéni v komunité zlstala zvySena, ¢astecné zplsobena prenosem SARS-CoV-
2. I nadale byl hlasen nardst poctu pripadl, zejména u starsich vékovych skupin. To se v nékterych
zemich EU/EHP promitlo do relativné malého narlstu poctu hospitalizaci nebo umrti na JIP a umrti.

e Mira konzultaci pacientu prichdzejicich k sentinelovému praktickému |ékafi s respiracnim
onemocnénim zUstava na podobné Urovni jako ve stejném obdobi loriského roku. V poslednich dvou
tydnech osm zemi oznamilo nejméné 10 tydennich sentinelovych testli s primérnou tydenni
pozitivitou SARS-CoV-2 mezi 4,4 % a 33,6 %.

* Dopad na zavazna onemocnéni zlstal pomérné omezeny. Z 12 zemi s Udaji o pfijeti/obsazeni do
nemochic nebo na JIP do 40. tydne dvé hlasily rostouci trend v alespon jednom z téchto ukazatell ve
srovnani s predchozim tydnem. Prestoze hladiny zUstavaji relativné nizké, u osob ve véku 65 let a vice
byl hlasen narlst umrtnosti po dobu az péti tydnu

* Odhadovana distribuce sledovanych variant (VOC nebo VOI) byla:

e XBB.1.5+F456L 29.9% (2.0-92.9%)
 XBB.1.52.6% (0.3—7.4%)

* BA.2.75 1.9% (0.5-7.3%)

https://covid19-country-overviews.ecdc.europa.eu/index.html
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Virologicka non sentinelova surveillance: PoCet vySetfeni se v porovnani s predchozimi tydny zvysil.

Majoritné jsou detekovany rhinoviry a SARS-CoV-2.

Poznamka: rozdil v poctu vysetienych vzorkl v 40. KT z hldSeni k 9. 10. a k 16. 10. 2023 je dan dodate¢nym dohlasenim vysledk(l z laboratofi.
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Zavér: virologie SARS-CoV-2/ARI/ILI

Virologie chripka, SARS-CoV-2 a respiracni viry
* Pocet vzork( zaslanych do NRL se v souvislosti s vyhlasenim surveillance zvysil, dékujeme vSem zasilajicim KHS za zajisténi odbér( od
spolupracujicich PL a PLDD a organizaci svozu do NRL.
* K nejcastéji detekovanym patogenlm patfi rhinoviry a SARS-CoV-2. Nemocnost odpovida predchozim rokim (2021 a 2022).
* NRL ptijima ke konfirmaci/sekvenaci vzorky z nemocnicnich laboratofi (SARS-CoV-2, chfipka A/B).
* Aktuadlné se ve svété Sifi nova monitorovana varianta (VUM) BA.2.86, ktera je vyznamné antigenné odliSna od variant SARS-CoV-2.

PfestoZze neni detekovana casto, stdle pozorujeme mirny narlst poctu detekeci.

e V Evropé dominuji varianty SARS-CoV-2 spadajici pod omikron: EG.5.1.x, XBB.2.3, XBB.1.5.

* Dne 1. 11. 2023 porada Oddéleni respiracnich, strevnich a exantematickych virovych ndkaz ve spolupraci s Oddélenim
epidemiologie infekénich nemoci ve velké poslucharné SZU Jednodenni konferenci - konzultaéni den, ptihlasit se mézete na webu
SzU:

* https://szu.cz/udalost/jednodenni-odborna-konference-zamerena-na-virologickou-epidemiologickou-i-klinickou-problematiku-

akutnich-respiracnich-a-exantematickych-infekci-strevnich-nakaz-a-infekci-zpusobenych-herpetickymi-vi/

Timotej Suri MSc., 16. 10. 2023



