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Gene/Location Name Sequence 5' - 3 (bp) temperature Reference
Beta-lactamase genes
blzrey TEM-1-F gggaattctcggggaaatgtgcgcggaac 998 55 1
TEM-1-R gggatccgagtaaacttggtctgacag
blaves.1 VEB-1-F atgaaaatcgtaaaaaggatatt 900 46 5
VEB-1-R ttatttattcaaatagtaattcc
Aminoglycoside resistance genes
aac(3)-la AAC3-IA1 gacataagcctgttcggtt 372 55 3
AACS-1A2 ctccgaactcacgaccga
aph(3)-la APHS3-1A1 cgagcatcaaatgaaactgc 623 55 3
APHS3-1A2 gcgttgccaatgatgttacag
ant(3")-la ANT3-IA1 tgatttgctggttacggtgac 048 55 4
ANT3-1A2 cgctatgttctcttgcttttg
ant(2")-1a ANT2-IA1 atctgccgctctggat 404 55 3
ANT2-1A2 cgagcctgtaggact
StrA STRA-F aacaggagggegeatgect 400 50 this study
STRA-R cgcccaaggtcgatcagacc
SirB STRB-F acgggactcctgcaatcgtca 400 50 this study
STRB-R cgcagttccgaggcattge
Tetracycline resistance genes
tet(A) TETA2-F gtaattctgagcactgtcge 950 50 5
TETA2-R ctgcctggacaacattgctt
toR TETR-F cctgctcgaacgcetgegtc 400 50 this study
TETR-R gaagccatgctggcggagaat
Chloramphenicol resistance genes
cmIA1 CLMA'F __ |aggegeaacggetitegtt 595 50 this study
CMLA-R cgctacgcatccecgegata
catA1 CAT-F gatgaacctgaatcgccageg 398 48 this study
CAT-R tcacattcttgcccgectgat
Sulphonamide resistance gene
sult SUL1-F tgtccgatcagatgcaccgtg 300 55 this study
SUL1-R gatgagccggtcggcageg
Trimethoprim resistance genes
dfrA1 DFRAT-F | tgctgtiggtiggacgea 352 52 this study
DFRA1-R ccttttgccagatttggtaa
Mercuric ion resistance genes
merA MERA-F cgtgegtogtygteageac 780 50 this study
MERA-R taagcccagtggcaacgaacg
merP MERP-F gatagcccgcgtectcggte 50 50 this study
MERP-R aaaaactgtttgccgcececteg
merR MERR-F gecggggteaatgtggagac 400 50 this study
MERR-R tagtcaccccgtgactceece
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Arsenic resistance gene
arsB ARSB-F gcaatcgctacagccagtgcec 850 50 this study
ARSB-R ggcattggggattgcgatagg
Rifampicin resistance gene
arr-2 ARR-2F caagcaggtgcaaggaccgtt 344 50 this study
ARR-2R caacaggatgcccctcccagt
Class 1 integron
int1 INT1-F cagtggacataagcctgttc 160 55 6
INT1-R cccgaggceatagactgta
5'CS 5'CS ggcatccaagcagcaag variable 57 7
3'CS 3'CS aagcagacttgacctga
Other AbaR1- associated genes
3ATPase 3ATP-F tccggcgaactttcagctca 400 52 this study
3ATP-R gcaacccgtaaaacgcgatga
5'ATPase SATP-F aggcaggegtgaggecaat 490 52 this study
5ATP-R tgctcctgcagatttgecca
UspA USPA-F tggaatgaccataagccccaa 401 50 this study
USPA-R ggggaaacacggcactcagac
cadA CADA-F ctaggcgcctcgcettcagga 400 46 this study
CADA-R caatcaatgcgacgaatgcga
tonA TPNA-F acgtcggggctaaatcgeg 358 50 this study
TPNA-R ttccactgagcgtcagaccce
tonR TPNR-F gcttgcagatcgacgegct 400 50 this study
TPNR-R catcagggcctttgcccgt
resX RESX-F cgcaggtgtegaacgggac 425 50 this study
RESX-R aagtatcgcgctgggccatg
orfs ORFSF ggagecteegaacgticgg 461 50 this study
ORF5-R tgaaggttggatcccagecg
tniA TNIA-R ttggaaatgaacccgcagcag variable 55 this study
1S26 1S26-F tccatttcaggegceataacge 128 50 this study
I1S26-R ggccgtacgctggtactgcaa
sup SUP-F gcccgactttgggatcgaca variable 55 this study
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Sequencing primers

J3b J3-F atttgccgagctgcacgtgaa 300 55 this study

J3-R accattcaggcactcgtgcct
J5° J5-F tttgggaagcaatcaatagtc 310 55 this study

J5-R attggcctcacgcctgect

cadA 1822-F ggcgctcaaggattaagcaa this study
LSPA-SEQF aaacaccaatgctgagtcgg this study
IspA 2266-F ggctgcatgagtacgtggag this study
LSPA-NEXT-F | atatcgggcctgctggcage this study
TNPASEQ-R gcctcatcgcetaactttge this study
IpnA TNPASEQ-F tgctgttacgacgggagga this study
TPNA2-R tcecggtttcgtggacacgtt this study
TOPSEQ-F attgcagcctatgcccgeag this study
TOPSEQ-R acggcccgccatgecgtge this study
topA TOPA2-F cgatgcgcttgtaggccgg this study
TOPASTART-R |tagttccttcggcggcaagtc this study
4974-F cggtgcgcecttgtggtggac this study
5347-F gacgacgccggtatggagga this study
orfxC HP3208-R cgtggatcgaggcgatgga this study
8099NEW-F gaaaggcgtgacgtggaagt this study
sult SUL3208-R cgtttaacggacattcgtaa this study
SULNEXT-R cctcgeecgggcetggceaateg this study
blarem-1 TEMSEQ-R ggccggtgeccgtetgacgt this study
AtpnA IS15-F tggtatcccagcagccagaa this study
TPNANEXT-F agaggcgtgcgatatcttca this study

a

References

Reference for primers
J3, junction between 5’end of the island and 3’end of the ATPase gene
J5, junction between 3’end of the island and 5’end of the ATPase gene
Gene encoding a hypotetical protein

1. Bou G, Martinez-Beltran J. Cloning, nucleotide sequencing, and analysis of the gene encoding an AmpC $-
lactamase in Acinetobacter baumannii. Antimicrob Agents Chemother 2000; 44: 28-32.

2. Hujer KM, Hujer AM, Hulten EA et al. Analysis of antibiotic resistance genes in multidrug-resistant

Acinetobacter sp. isolates from military and civilian patients treated at the Walter Reed Army Medical Center.
Antimicrob Agents Chemother 2006; 50: 4114-23.

3. Noppe-Leclercq |, Wallet F, Haentjens S et al. PCR detection of aminoglycoside resistance genes: a rapid
molecular typing method for Acinetobacter baumannii. Res Microbiol 1999; 150: 317-22.

4. Clark NC, Olsvik O, Swenson JM et al. Detection of a streptomycin/spectinomycin adenylyltransferase gene

(aadA) in Enterococcus faecalis. Antimicrob Agents Chemother 1999; 43: 157—160.

5. Guardabassi L, Dijkshoorn L, Collard JM et al. Distribution and in-vitro transfer of tetracycline resistance
determinants in clinical and aquatic Acinetobacter strains. J Med Microbiol 2000; 49: 929-36.
6. Koeleman JGM, Strof J, van der Bijl MW et al. Identification of epidemic strains of Acinetobacter baumannii by
integrase gene PCR. J Clin Microbiol 2001; 39: 8-13.




7. Bissonnette L, Roy PH. Characterization of In0 of Pseudomonas aeruginosa plasmid pVSI, an ancestor of
integrons of multiresistance plasmids and transposons of Gram-negative bacteria. J Bacteriol 1992; 174: 1248—
57.



