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NIPH 2851
NIPH2756  Praha2D,00/05 A1
NIPH2873 Praha1B10005 AL
NIPH2902 Praha 1C.12/05 A1

5

NIPH 2741 A2
NIPH 2743 AL
NIPH 2920 AS

NIPH 2992  PHibram,E,04/06 A6
NIPH 2904  Praha 1,A12/05 A6

NIPH2911 Praha1B12/05 A6
NIPH2990 Praha3A03/06 A6
NIPH 2580  Praha 6,04/05 s
NIPH 2578  Praha 6,04/05 A5
NIPH 2584 Praha 6,04/05 A5
NIPH 2874 Praha1B11/05 A5
RUH 134

NIPH2726  Most,C.08/05 A7
NIPH 2733 Most,D,08/05 A7
NIPH 2723 Most,C,06/05 A8
NIPH 2729 1,80 A8

NIPH 2610  Most A9
NIPH 2751 Novy Ji &n,A,09/05 A10
NIPH 2879  Brmo,B,11/05 ALL

Strain Hospital,unit, PFGE  No. of Gene
* o no. monthiyear patten  resistan-  combi-
e g 8 38 8 8 of isolation ce nation
J

NIPH 2668  Strakonice A07/05 A1 ° A

NIPH 2687  Kladno,B,07/05 A2 9 B

NIPH 2688  Pibram,8,07/05 A2 10 c

NIPH 2601  Most,A,03/05 A2 8 A

NIPH 2635  Pfibram,E,05/05 A1 9 A

NIPH 2654  Piibram,A06/05 Al 9 A

NIPH 2617 Kolin,A,05/05 A2 7 D

NIPH 2625 Praha2,C05/05 Al 8 B

[ NIPH2592  Bmo,A0ai05 A3 8 E

NIPH 2594  Bmo,A,04/05 A3 6 €

NIPH 2562 Liberec,A,04/05 A2 9 B

NIPH2571  Slany,04/05 AL 1 c

NIPH 2895  Kolin,A11/05 AL 8 F

NIPH 2550 Praha 5804105 A2 9 B

NIPH 2568 Liberec,A,04/05 A2 8 A

NIPH2884 Praha1B1105 A2 7 A

| NIPH 2518  Kolin,C,03/05 A2 7 D

NIPH 2546 Praha 2A03/05 A2 9 G

NIPH 2588  Praha 4,A,04/05 A2 7 A

NIPH 2991  Pfibram, A2 8 G

NIPH2519  Praha2A03/05 A2 12 G

NIPH 2833  Praha2E10005 A2 9 B

NIPH2981 Praha 3A08/05 A2 10 c

NIPH2982 Praha3A1105 A4 10 G

NIPH 2996  Budgjovice,B,0L/06 A2 7 A

NIPH 2922 Budgjovice,A,0L/06 A5 6 H

NIPH 2927  Praha 6, 11/05 AL 10 c

NIPH 2862 Praha 1LA10/05 A2 1 ©

NIPH 2867  Most,D,09/05 A2 6 A

NIPH 2694  Strakonice,B,08/05 AL 8 G

NIPH 2678  PHbramA07/05 A2 1 €

NIPH 2685 Kolin,B,07/05 A2 7 D
NIPH 2698 A2 |

L — NIPH 2649 Al G

NIPH 2655 A2 B
NIPH 2549 Praha5A04/05 AL J

NIPH 2650 Praha2B06/05 AL 2 G

NIPH 2893  Praha 1,8,11/05 AL G

NIPH 20937 Praha 1LAO1/06 AL G

NIPH 2573 AL G
NIPH 2737 AL |
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NIPH 2703 Kolin,A,08/05 AL2
NIPH 2704 Kolin,C,08/05 A13
NIPH 2700  Kladno,B,08/05 AL2

Fig. 1. Dendrogram of cluster analysis of AFLP fingrprints of 66

A. baumannii isolates belonging to EU clone II.

Cutoffs of 80% and 90 % correspond to the apprasingrouping levels of isolates of the same
clone and the same strain, respectively. Numbers vigkp the city name indicate different
hospitals in the city; capitals denote differenticin the same hospital. Capitals in the last column
(A-Q) denote different combinations of detectedege{Table 1)

i
i

i

i

-
-
i
—~
~
-

SR AR R RINE
S ARE R
mErme
P rman
R B B 1L

Fig. 2. Apal macrorestriction patterns of the EU clone Il isolates.

Objective

* The recent increase inAcinetobacter baumannii resistance to
carbapenems in the Czech Republic has been assocthtth the spread
of strains belonging to European (EU) clone Il. Altlough multidrug
resistance was a common property of these strairthey differed in
resistance to particular agents.

« The aim of this study was to assess the genetic Isasf this variation.

Conclusions

< The variation in antibiotic resistance in the strans resu

the differences in the presence of acquired resistae genes and,
possibly from the effect of I\bal on the expression of intrinsic

genes.

* The high genetic versatility of EU clone Il might catribute to its

ability to develop resistance to nearly all cliniclly relevant *5 & s TR
s e B
antibiotics. [cemcriy |

| [Susceptiiy breakpoint

Its from

No.of
isolates

Strains

« Sixty-six isolates of EU clone Il included in the presenstudy were
obtained during a recent prospective study aimed to angbe the
emergence of carbapenem resistance Acinetobacter in the Czech
Republic (see abstract O 303 for details).

* The 66 isolates were from clinical specimens of patients bpitalised at
36 ICUs of 17 hospitals in 15 cities in the period 2006-

Results

« Allisolates were positive for the genes encoding @51, AmpC and the
AdeABC efflux system while no strain tested positi for those encoding
metallo-B-lactamase$, OXA-23 and OXA-24 carbapenemases, or
aminoglycoside-modifying enzymes AAC(3)-1l, AAC(6%)I, and
ANT(2")-1.

The strains varied with respect to the presence dfie genes encoding the
following proteins (% positive strains): TEM-1 (80), Tet(B) (92), Tet(A)
(5), AAC(3)-1 (83), APH(3')-1 (80), APH(3')-VI (30), OXA-58 (3) and a
class 1 integrase (83). I8bal was found in 95% strains and three
integron variable regions were identified, differingonly in the number of
copies of theorfX cassette (Fig. 3).

The presence of genes and the corresponding resistgphenotype were in
good agreement (Fig. 4-6).

Individual strains carried from 4 to 12 resistancegenes in 17combi-
nations (Table 1). Different combinations were alsodund in isolates from
the same ward and having identical PFGE patterns (. 2).

Fig. 4. Relationship between meropenem MIC (mg/L) anthe presence of
ISAbal upstream of theblagy, 5, gene.

Table 1. Diversity of resistance genes among 66 EU cloHésolates.
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Fig. 6. Relationship between ceftazidime MIC (mg/L) ad the presence of
ISAbal upstream of theampC gene.
3.0 kb integron
s.cs [@acCl | orix | oix | ox  |Sa0ABN] 3-cs Methods
 AFLP fingerprinting °
3.5 kb integron gerp 9
« Macrorestriction analysis (PFGE)
5.cs [[@acCl | ox | orx | orfX Jorix  BadABNN] 3-cs - Fir
* MIC determination (agar dilution test)

Fig. 3. Structure of three class 1 integron variable regins found in the EU
clone Il isolates 5'CS and 3'CS are conserved segments of an integron stajaacCland
aadAlare genes encoding difying g " indicate different
casettes of unknown function. Results of PCR detectioh@fariable regions are shown in the right
upper corner.

* PCR detection of resistance genes (Table 1)
« Determination of class 1 integron structures by PCR mapimg*
« Detection of ISAbal in the upstream region ofblagy, 5,2 and ampC 3.

alj Med 1233-402Turton et al. FEMS Microbiol Lett2006; 258: 72-73Ruiz et al.FEMS Microbiol
Lett 2007; 274: 63-6:Ellington et al. ) Antimicrob C| 159, etalintJ Syst Evol 51, 1891-1899,
CorrespondenceLenka KiZova, National Institute of Public Health, Stobard 10042 Praha, Czech Republic. Tel. +420 26708280@us@seznam.cz
Presented as poster P1518 at the 18th ECCMID (19sth &pril, 2008, Barcelona, Spain).




