TABLE S1. Primers for the detection of the AbaR1 and AbaR3 associated genes

Gene or location Primer pair Sequence 5' - 3' Amplicon (bp) Annealing Reference
temperature
Beta-lactamase genes
blatepm.1 TEM-1-F gggaattctcggggaaatgtgcgcggaac 998 55 1
TEM-1-R gggatccgagtaaacttggtctgacag
Aminoglycoside resistance genes
aac(3)-la AAC3-IA1 gacataagcctgttcggtt 372 55 2
AAC3-1A2 ctccgaactcacgaccga
aph(3)-la APH3-IA1 cgagcatcaaatgaaactgc 623 55 2
APH3-1A2 gcgttgccaatgatgttacag
ant(3")-la ANT3-IA1 tgatttgctggttacggtgac 248 55 3
ANT3-1A2 cgctatgttctcttgcttttg
ant(2")-la ANT2-1A1 atctgccgctctggat 404 55 2
ANT2-1A2 cgagcctgtaggact
StrA STRA-F aacaggagggcgcatgcct 400 50 This study
STRA-R cgcccaaggtcgatcagacc
aac(6’)-Ib AACG6-I1B1 tatgagtggctaaatcgat 395 55 4
AAC6-1B2 cccgctttctcgtagca
Tetracycline resistance genes
tet (A) TETA2-F gtaattctgagcactgtcge 950 50 5
TETA2-R ctgcctggacaacattgett
tetR TETR-F cctgctcgaacgctgegte 400 50 This study
TETR-R gaagccatgctggcggagaat
Chloramphenicol resistance genes
cmlA1 CMLA-F aggcgcaacggctttcgtt 595 50 This study
CMLA-R cgctacgcatcccgegata
catA1 CAT-F gatgaacctgaatcgccageg 398 48 This study
CAT-R tcacattcttgcccgectgat
Sulphonamide resistance gene
sult SUL1-F tgtccgatcagatgcaccgtg 300 55 This study
SUL1-R gatgagccggtcggcageg
Trimethoprim resistance genes
dfrA1 DFRA1-F tggctgttggtiggacgca 352 52 This study
DFRA1-R ccttttgccagatttggtaa
Mercuric ion resistance genes
merA MERA-F cgtgcgtggtggtcagcac 780 50 This study
MERA-R taagcccagtggcaacgaacg
merP MERP-F gatagcccgcegtecteggte 252 50 This study
MERP-R aaaaactgtttgccgcecctcg
merR MERR-F gccggggtcaatgtggagac 400 50 This study
MERR-R tagtcaccccgtgactcccce
Arsenic resistance gene
arsB ARSB-F gcaatcgctacagccagtgcc 850 50 This study
ARSB-R ggcattggggattgcgatagg
Class 1 integron
int1 INT1-F cagtggacataagcctgttc 160 55 6
INT1-R cccgaggcatagactgta
5'CS 5CS ggcatccaagcagcaag variable 57 7
3'CS 3CS aagcagacttgacctga
Other AbaR-associated genes
3' end of the ATPase gene 3ATP-F gcaacccgtaaaacgcgatga 400 52 This study
3ATP-R tgagctgaaagttcgccgga
5' end of the ATPase gene 5ATP-F aggcaggcgtgaggccaat 490 52 This study
5ATP-R tgctcctgcagatttgccca
uspA USPA-F tggaatgaccataagccccaa 401 50 This study
USPA-R ggggaaacacggcactcagac
cadA CADA-F ctaggcgcctcgcttcagga 400 46 This study
CADA-R caatcaatgcgacgaatgcga
tonA (Tn3) TPNA-F acgtcggggctaaatcgeg 358 50 This study
TPNA-R ttccactgagcgtcagaccce
resX RESX-F gcttgcagatcgacgegct 425 50 This study
RESX-R catcagggcctttgccegt




TABLE S2. Continued

Gene or location Primer pair Sequence 5' - 3' Amplicon (bp) Annealing Reference
temperature

orf5? ORF5-F ggagcctccgaacgttcgg 461 50 This study
ORF5-R tgaaggttggatcccagecg

1S26 1S26-F tccatttcaggcgceataacge 128 50 This study
1S26-R ggccgtacgctggtactgcaa

Jab J3-F atttgccgagctgcacgtgaa 300 55 This study
J3-R accattcaggcactcgtgcect

J5°¢ J5-F tttgggaagcaatcaatagtc 310 55 This study

J5-R attggcctcacgectgect

? The gene encoding acetyltransferase related to puromycin acetyltransferases.
b J3, junction between the 5 end of the island and the 3 end of the ATPase gene.
¢ J5, junction between the 3 end of the island and the 5 end of the ATPase gene.

References

1. Bou, G., and J. Martinez-Beltran. 2000. Cloning, nucleotide sequencing, and analysis of the gene encoding an AmpC B-lactamase in
Acinetobacter baumannii. Antimicrob. Agents Chemother. 44:28-32.

2. Noppe-Leclercq, |., F. Wallet, S. Haentjens, R. Courcol, and M. Simonet. 1999. PCR detection of aminoglycoside resistance genes: a
rapid molecular typing method for Acinetobacter baumannii. Res. Microbiol. 150:317-322.

3. Clark, N. C., O. Olsvik, J. M. Swenson, C. A. Spiegel, and F. C. Tenover. 1999. Detection of a streptomycin/spectinomycin
adenylyltransferase gene (@aadA) in Enterococcus faecalis. Antimicrob. Agents Chemother. 43:157-160.

4. Ploy, M. C., H. Giamarellou, P. Bourlioux, P. Courvalin, and T. Lambert. 1994. Detection of aac(6')-l genes in amikacin-resistant
Acinetobacter spp. by PCR. Antimicrob. Agents Chemother. 38:2925-2928.

5. Guardabassi, L., L. Dijkshoorn, J. M. Collard, J. E. Olsen, and A. Dalsgaard. 2000. Distribution and in-vitro transfer of tetracycline
resistance determinants in clinical and aquatic Acinetobacter strains. J. Med. Microbiol. 49:929-936.

6. Koeleman, J. G. M., J. Strof, M. W. van der Bijl, C. M. Vandenbroucke-Grauls, and P. H. Savelkoul. 2001. Identification of epidemic
strains of Acinetobacter baumannii by integrase gene PCR. J. Clin. Microbiol. 39:8—13.

7. Bissonnette, L., and P. H. Roy. 1992. Characterization of In0 of Pseudomonas aeruginosa plasmid pVSI, an ancestor of integrons of
multiresistance plasmids and transposons of Gram-negative bacteria. J. Bacteriol. 174:1248—1257.



TABLE S2. Primers used for PCR mapping of AbaR islands

Region Primers Sequence 5'-3' Amplicon length (bp) ~ Amplicon analysis (RE?) AbaR variant
3'ATPase-Tn6019 3ATP-F gcaacccgtaaaacgcgatga 10788 RFLP (Accl, BsmAl) AbaR3,10-19
ARSB-R ggcattggggattgcgatagg
Tn6019-Tn6018 ARSB-F gcaatcgctacagccagtgcc 4209 RFLP (Bgll, Clal) AbaR3,10-13, 15-19
CADA-R caatcaatgcgacgaatgcga
Tn6018-topA sequence CADA-F ctaggcgcctcgettcagga 3132 RFLP (Accl, Bcll) AbaR3,10,13,15-18
TOPA-R tceggtttcgtggacacgtt
topA sequence-3CS TOPA-F cgatgcgcttgtaggeegg 3669 RFLP (Accl, EcoRV) AbaR3,10,13,15-18
ORF5-R tgaaggttggatcccagecg
3CS-Tn1696 ORF5-F ggagcctccgaacgttcgg 4309 RFLP (Apal) AbaR3,15,17,18
MERA-R taagcccagtggcaacgaacg
Tn1696-Tn1721 MERA-F cgtgcgtggtggtcagcac 3617 RFLP (Hindlll) AbaR3,15,17,18
TETR-R gaagccatgctggcggagaat
Tn1721-ATn2760 TETR-F cctgctcgaacgcetgegte 6199 RFLP (Apal, Accl) AbaR3,15,17
CAT-R tcacattcttgcccgectgat
ATn2760-Tn3 CAT-F gatgaacctgaatcgccageg 1552 RFLP (BsmAl) AbaR3,15,17
TPNA-R ttccactgagcgtcagaccce
Tn3-ATn5393 TPNA-F acgtcggggctaaatcgeg 5864 RFLP (Hindll, EcoRV) AbaR3
1S26-R ggccgtacgctggtactgcaa
ATn5393 1S26-F tccatttcaggcgceataacge 3701 RFLP (EcoRlI) AbaR3,13
TPNR-R aagtatcgcgctgggcecatg
ATn5393-class 1 integron TPNR-F cgcaggtgtcgaacgggac 5520 RFLP (Accl, Bfal) AbaR3,13
AAC3-I1A2 ctccgaactcacgaccga
class 1 integron AAC3-1A2 ctccgaactcacgaccga 5065 RFLP (Bgll) AbaRsb,12,13,15-19
ORF5-R tgaaggttggatcccagecg
3CS-Tn6018 ORF5-F ggagcctccgaacgttcgg 3845 RFLP (Hincll) AbaR3,12-19
CADA-R caatcaatgcgacgaatgcga
Tn6018-5'ATPase CADA-F ctaggcgcctcgcttcagga 6696 RFLP (Hincll, Styl) AbaR3,10-19
5ATP-R tgctcctgcagatttgccca
3CS-resX sequence ORF5-F ggagcctccgaacgttcgg 1661 Sequencing AbaR10
RESX-R catcagggcctttgccegt
topA sequence-Tn6020 TOPA-F cgatgcgcttgtaggecgg 1925 Sequencing AbaR12
1S26-F tccatttcaggcgcataacge
3CS-ATn5393 ORF5-F ggagcctccgaacgttcgg 1465 Sequencing AbaR13
1S26-R ggccgtacgctggtactgcaa
Tn6019-Tn6020 3ATP-F gcaacccgtaaaacgcgatga 5957 Sequencing AbaR14
APH3-1A2 gcgttgccaatgatgttacag
Tn3-Tn6020 TPNA-F acgtcggggctaaatcgeg 3865 Sequencing AbaR15
1S26-F tccatttcaggcgcataacge
3CS-Tn6020 ORF5-F ggagcctccgaacgttcgg 12831 Sequencing AbaR16
1S26-F tccatttcaggcgcataacge
Tn3-Tn6020 TPNA-F acgtcggggctaaatcgeg 4344 Sequencing AbaR17
1S26-F tccatttcaggcgcataacge
Tn1721-Tn6020 TETR-F cctgctcgaacgcetgegte 6084 Sequencing AbaR18
1S26-F tccatttcaggcgcataacge
Tn6018-Tn6020 CADA-F ctaggcgcctcgettcagga 2192 Sequencing AbaR19
1S26-F tccatttcaggcgcataacge

@ Restriction endonuclease (RE).

b AbaR3 islands carring a class 1 integron with aacC1 -orfP-ofrP-orfQ-aadA1.





